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Abstract
We show that European eels infected with the rhabdovirus EVEX (Eel Virus European X) virus, developed hemorrhage and anemia
during simulated migration in large swim tunnels, and died after 1000–1500 km. In contrast, virus-negative animals swam 5500 km, the
estimated distance to the spawning ground of the European eel in the Sargasso Sea. Virus-positive eels showed a decline in hematocrit, which
was related to the swim distance. Virus-negative eels showed a slightly increased hematocrit. Observed changes in plasma lactate
dehydrogenase (LDH), total protein and aspartate aminotransferase (AAT) are indicative of a serious viral infection. Based on these
observations, we conclude that eel virus infections may adversely affect the spawning migration of eels, and could be a contributing factor to
the worldwide decline of eel.
D 2005 Elsevier Inc. All rights reserved.
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1. Introduction
Worldwide, eel populations have been dwindling over
the last decade. Steep declines of 90–99% have been
reported for European eel (Anguilla anguilla), Japanese eel
(Anguilla japonica), and American eel (A. rostrata) (Stone,
2003). Eels are very vulnerable to environmental factors
because of their complex life cycle. As a catadromic fish
species, they migrate several thousand kilometers to their
spawning areas. Possible adverse effects on the adults
include contamination with PCBs – which are released from
fat stores during their long-distance migration (Castonguay
et al., 1994) – and infection with the parasitic swim bladder
nematode Anguillicola crassus (Haenen et al., 1994).
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Furthermore, diminished fat stores due to insufficient food
supplies in the inland waters (Svedäng and Wickström,
1997), blockage of migration routes by power stations and
power plants, and over-fishing, are all possible causes
(Castonguay et al., 1994). Changes in oceanographic
currents may interfere with transport of eel larvae to the
European coast, and this too may contribute to the decline in
eel populations (Knights, 2003). However, no conclusive
evidence on any of these causes has been presented yet
(Dekker, 2004).
A factor, that has not received much attention to date, is
the worldwide occurrence of eel viruses (van Ginneken et
al., 2004). Viruses are known to affect blood-forming
tissues in fish, and typically become virulent during stress
(Wolf, 1988). In salmon for example, Infectious Haematopoietic Necrosis Virus (IHNV) and Viral Haemorrhagical
Septicemia Virus (VHSV), both rhabdoviruses, can affect
hematopoietic tissues, leading to severe anemia (Wolf,
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1988). The most prominent cases of rhabdovirus infections
in eel populations, described in literature, are infections
with EVA (Eel-Virus-America) and EVEX (Eel-VirusEuropean-X). Both viruses are serologically related
(Kobayashi and Miyazaki, 1996). EVA was first discovered
in Japan in 1974, in a shipment of American elvers, which
had been stocked in Cuba (Wolf, 1988). Another virus,
which was isolated in a shipment from France to Tokyo,
was named EVEX because of its European origin (Sano et
al., 1977). So EVEX was described for the first time in
1977, in the period when the European eel populations
started to decline. At this moment it is not known if EVEX
is a virus endemic to the European eel population or that it
substantially spread over the past 50 years due to
aquaculture practices. EVEX virus has recently been
observed in several countries worldwide (van Ginneken
et al., 2004) in European eel (A. anguilla) in the
Netherlands, Italy and Morocco, but also in New Zealand
longfin eel (Anguilla dieffenbachi). In this respect it is
worrying that also Herpesvirus anguillae is isolated and
identified in eel populations all over the world. In cultured
eel in Taiwan (Ueno et al., 1992; Chang et al., 2002), in
cultured eels in the Netherlands (van Nieuwstadt et al.,
2001; Davidse et al., 1999; van Ginneken et al., 2004) but
also (this study) in adult European eels from Lake
Grevelingen. In the comprehensive study of Jbrgensen et
al. (1994) elvers and eel of A. anguilla were sampled on
306 occasions in Denmark, United Kingdom, France and
Sweden several eel viruses were isolated like EVEX, EVA,
IPN, and herpes like viruses. This study also supports our
view that viruses are widespread in the eel population.
For eels, long-term migration can certainly be considered
a major stressful event. Therefore, one may assume that an
outbreak of a virus infection in infected individuals can take
place during this journey. Based on the work of Schmidt,
who caught leptocephali (the larvae of the eel) in the ocean, it
is assumed that the spawning grounds of the European eel
are 6000 km removed from the European continent in the
Sargasso Sea (Schmidt, 1923; Miller and McCleave, 1994).
It is generally assumed that the silver eel does not feed during
its journey to the spawning grounds, which it reaches 4 to 6
months later (Tesch, 1977; Fricke and Kaese, 1995).
In order to test this hypothesis we simulated the 5500km journey to the Sargasso Sea in large Blazka swim
tunnels of 127 l, comparing virus-positive and -negative
European eels.

2. Material and methods
2.1. Rationale of the experiment, selection of the animals
It was
migration
Teleostei)
We used

initially our intention to simulate the 5500-km
of European eel (A. anguilla L., Anguillidae,
to the Sargasso Sea in 22 Blazka swim tunnels.
silver eel (1500 g; F85 cm), caught in the

Grevelingen (Netherlands) during their seaward migration
in September 2000. Fish were kept in seawater (33 ppt) for 1
month before use in the experiment. The recirculation
system and swim tunnels were placed in a climatized room
with a constant temperature of 15 8C. The water temperature
was kept at 14 8C. Animals were kept under constant dark
conditions. Of these animals, four, five and four animals
stopped with swimming after approximately 500, 1000 and
1500 km, respectively (Fig. 1).
The animals were sampled live, and blood was collected
while organs were investigated for virus infections. All
animals were infected with the EVEX virus (Eel-VirusEuropean-X (unknown). This group was called the Viruspositive group. Of the swimgroup only the 1000 (N=5) and
1500 km sample (N=4) were used for blood analysis (see
Tables 1 and 2).
In a second trial, to simulate the 5500-km migration of
European eel to the Sargasso Sea, we used hatchery animals
(700–900 g, F75 cm). The experiments with virus-negative
eels from a hatchery were performed in freshwater at a
temperature of 19 8C. The animals were sampled alive after
6 months and blood was collected while organs were
investigated for virus infections. All animals were virus free.
This group was called the Virus-negative group. Blood
plasma of all animals was investigated afterwards for blood
chemistry at the CKCL-laboratory of the Academic Hospital, Leiden University, The Netherlands.
2.2. Blazka swim tunnel
The Blazka swim tunnel has a length of 200 cm, with a
diameter of the outer swim tunnel tube of 28.8 cm and a
diameter of the inner swim tunnel tube of 19.0 cm. The
volume was 127.14F0.90 L (n=5). It was calibrated with a
Laser Doppler technique at the Delft Hydraulics Laboratory,
Technical University Delft. The experimental set-up is
described elsewhere (van den Thillart et al., 2004). The
swimming speed of the water in the swim tunnels was set at
0.5 body lengths per second.
2.3. Experimental protocol
The Virus-positive group consisted of one Swim group
(N=13), one Rest group (N=13), and one Initial group
(N=10). The Swim group was put in Blazka swim tunnels.
The Initial and Rest group were kept in flow boxes
(Overtoom BV.) of 40 l connected to the same water
recirculation system. The Initial group was sampled at the
start of the experiment as a zero sample. Both Swim and
Rest groups were kept at the same water quality conditions
in the tunnels and flow boxes during the experiment. The
Virus-negative group consisted of one Swim group (N=9),
one Rest group (N=12), and one Initial group (N=9). All
animals from virus-positive and virus-negative groups were
healthy at the start of the experiment. The presence or
absence of viruses in all animals was determined after
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Fig. 1. (A) Hematocrit of European eels, which were found to be infected with EVEX virus. Eels swam for up to 1 month, September 2000, in large 127-l
Blazka swim tunnels. The decrease of red blood cells was negatively correlated with the covered distance. (***)—Denotes significantly different PV0.001.
Control—initially sampled; Rest—1 month rest; (swimming—shaded area): 1 month swimming. (B) Hematocrit of virus-negative eels which swam 5500 km
during the period March–September at a continuously speed of 0.5 body length per second in large 127-l Blazka swim tunnels, (swimming—shaded area, 6
months swimming). The hematocrit increased during the 6-month swim period with 11.3 %F4.68 (N=9). Start—initial sample in March 2001. After 5500
km—end sample in September 2001 taken from the same animals.

sampling and dissection of the organs. The animals were not
fed during the entire experimental period.
2.4. Sampling and virus isolation
As soon as the animals stopped swimming, they were
quickly anaesthetized with 300 ppm MS222 (3-aminobenzoic-acid-ethyl-ester methanesulfonate salt; Sigma, St.
Louis, USA). After 3 min, the anaesthetized fish were taken
out of the swim tunnel and blood was collected with a
heparinized syringe (flushed with 3000 units heparin per
milliliter of blood). The spleen, gills, kidney and liver were
removed for virus isolation by the Fish Diseases Laboratory
(CIDC—Lelystad), and stored on dry ice. Samples of organs
were homogenized with sterile sand in sterile medium, and
tested on three different cell lines: RTG-2—rainbow trout

gonad cells; FHM—fat head minnow cells; and EK-1—eel
kidney cells, at 15 8C, 20 8C, and 26 8C respectively. In the
case of virus infections, the infected cell line was inspected
by electron microscopy followed by either immunofluorescence or immunoperoxidase methods in order to identify
the virus type (Wolf, 1988).
2.5. Analytical methods for blood samples
Blood was centrifuged at 8000g for 5 min. The plasma
was aliquoted and stored at 80 8C pending analysis at the
CKCL-laboratory of the Academic Hospital, Leiden University, The Netherlands. Lactate dehydrogenase (LDH; EC
1.1.1.27), total protein and aspartate aminotransferase (AAT;
EC 2.6.1.1) were measured using a Hitachi 747 analyzer
(Roche, Almere). LDH was measured according to the

Table 1
Test results (meanFSD) among healthy (virus-negative) animals for the parameters body weight, length, hematocrit, aspartate aminotransferase (AAT), lactate
dehydrogenase (LDH) and total protein
Parameter

Body mass (g)
Length (cm)
Hematocrit (%)
AAT (units/ml)
LDH (units/ml)
Total protein (g/l)

Swim group
(N=9)

Initial group
(N=9)

Rest group
(N=12)

P-value
Kruskal–Wallis

P-value
Sw/In

P-value
Sw/Re

P-value
In/Re

914.7F58.37
74.9F3.17
42.3F2.1
94.7F37.59
1300.1F818.3
42.0F12.95

688.8F113.4
67.2F5.34
32.1F2.0
106.1F37.56
507.4F264.8
38.90F6.80

676.4F70.94
70.88F3.76
38.64F4.75
64.42F34.67
1381.2F1073
43.83F3.21

0.0001
0.009
0.0095
0.001
0.01
0.218

0.001
0.002
0.002
NS
0.014
NS

0.001
0.008
0.040
0.070
NS
NS

NS
NS
0.014
0.009
0.032
NS

Comparison between groups: Swim–Initial (Sw/In), Swim–Rest (Sw/Re) and Initial–Rest (In/Re). NS indicates P-value z0.1.
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Table 2
Test results (meanFSD) of infected (virus-positive) animals for the parameters body mass, length, hematocrit, aspartate aminotransferase (AAT), lactate
dehydrogenase (LDH) and total protein
Parameter

Body mass (g)
Length (cm)
Hematocrit (%)
AAT (units/ml)
LDH (units/ml)
Total protein (g/l)

Swim group
(N=14)

Initial group
(N=10)

Rest group
(N=13)

P-value
Kruskal–Wallis

P-value
Sw/In

P-value
Sw/Re

P-value
In/Re

1458.5F175.5
85.4F8.7
7.03F4.3
2175F2510
7290.9F5447.9
24.19F12.42

1433.8F233.1
87.85F3.94
32.32F7.34
98.83F91.84
1771F921.3
44.70F5.01

1652.3F354.7
89.44F7.34
34.01F7.99
156.9F126.9
625.9F775.0
41.3F4.47

0.564
0.579
0.001
0.0001
0.0001
0.0001

NS
NS
0.002
0.001
0.006
0.001

NS
NS
0.002
0.001
0.001
0.002

NS
NS
NS
NS
0.005
NS

The units/ml for LDH and AAT correspond to Amol NADH/ml/min oxidized to NAD+ at 37 8C. Comparison between groups: Swim–Initial (Sw/In), Swim–
Rest (Sw/Re) and Initial–Rest (In/Re). NS indicates P-value z0.1.

method of the German Society for Clinical Chemistry
(1972); aspartate aminotransferase according to IFCC
method without pyridoxal phosphate (Klauke et al., 1993);
total protein was based on the Biuret method (Camara et al.,
1991). Hematocrit values were measured in 9-Al whole
blood samples using an hematocrit micro-centrifuge (Bayer,
Germany).
2.6. Clinical significance of blood chemistry parameters
We selected a set of parameters, which are used in human
pathology as a diagnostic tool for virus infection (Burtis et
al., 1996). The AAT activity was determined to estimate the
liver function. Furthermore, we used two parameters as
indicators for liver disorder and/or general catabolism: (a)
total plasma protein and (b) lactate dehydrogenase (LDH).
2.7. Statistics and calculations
MeanFstandard deviations are given in the Tables 1 and
2. For all three groups Initial, Swim and Rest, the mean
value of every measured parameter was compared pairwise.
A Kruskal–Wallis test was performed on the data to check
for significant differences between the three groups. Further
statistics were performed using a one-way ANOVA.
Comparisons of mean squares of the ANOVA were tested
using F-tests. PV0.05 was considered as statistically
significant. Normality of the data and homogeneity of
variances were checked by Kolmogorov–Smirnov and F max
tests, respectively.

the Swim group developed severe hemorrhage and anemia
at various time points, which apparently forced them to stop
swimming (Fig. 1A).
All animals in Initial, Swim and Rest groups of the
Grevelingen animals were infected with the EVEX virus
although the drop in hematocrit was only noticeable in the
Swim group. The animals in the virus-negative Swim group
swam for a period of 173 days and covered a mean distance
of 5533F342 km (range 4900–5949 km). The mean
distance covered was 31.98F2.05 km/day (range 28.3–
34.4 km). In the group of non-infected hatchery animals the
opposite effect was observed. The initial hematocrit value of
32.1F2.0% increased after 5500 km to 42.3F2.1% (Fig.
1B). To examine our hypothesis that a virus infection is the
reason for the collapse, we tested plasma samples for LDH,
total protein, and AAT (Tables 1 and 2).
In Table 1 (healthy, virus-negative) and Table 2 (infected,
virus-positive) the effect of swimming, the time aspect
(endurance of the experiment with starving animals) and the
influence of the virus was assessed.
In the healthy group, swimming results had no effect on
any of the selected parameters (Table 1). In the healthy
group, a time effect results in a significant difference for
AAT and LDH between Initial and Rest group. In the virusinfected group this is only the case for LDH between Initial
and Rest group. A clear virus effect can be observed in the
infected Swim groups resulting in strongly significant
different values of AAT, LDH and total protein in
comparison with Initial and Rest group.

4. Discussion
3. Results
In this study, EVEX virus, a rhabdovirus, was detected in
Grevelingen animals which swam for a mean time period of
28.6F7.7 days (range 14.0–40.0 days) and had covered a
mean distance of 1048F278 km (range 526–1521 km). The
mean distance covered was 36.9F3.6 km/day (range 26.4–
40.2 km). EVEX-infected eel may show anemia, with blood
in the abdominal fluid and hemorrhage all over the body.
While the resting Initial group showed no signs of infection,

In this study EVEX virus was detected in a group of
European eels used for long-term swimming experiments.
While the Rest group showed no signs of illness and looked
healthy, the Swim group showed signs of hemorrhage and
severe anemia at different time points, which apparently
forced them to stop swimming (Fig. 1A). The hemorrhage
took the form of petechial hemorrhages all over the body,
and bloody abdominal fluid. Wolf (1988) described these
defects as obvious signs of a severe viral infection.
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EVEX is the most prominent rhabdovirus, infecting eel
populations (Jbrgensen et al., 1994, van Ginneken et al.,
2004). Recently we found EVEX in European eel collected
across its natural range: The Netherlands, Italy and
Morocco. The virus was also observed in New Zealand
longfin eel (A. dieffenbachi). In contrast, glass eel collected
from eel farms in The Netherlands were mainly infected
with HVA (H. anguillae).
Fish production via aquaculture has more than doubled in
weight and value between 1986 and 1996 and over one
quarter of human fish consumption is produced in aquaculture (Naylor et al., 2000). With the growing amount of in
aquaculture produced products, transfer of diseases by
transport of stock and food supplies has increased. Blanc
(1997) points out that nearly one hundred pathogens have
been introduced in European hydrosystems since the
introduction of aquaculture. Widespread infection of the
eel population with for instance EVEX virus may result
from unlimited intercontinental transport. In a recent survey
we found many viruses in eel populations in The Netherlands (van Ginneken et al., 2004), which threatens for the
whole eel population as The Netherlands is one of the
leading eel-trading countries (Heinsbroek and Kamstra,
1995).
We therefore hypothesize that virus infections, probably
easily spread due to increasing proximity with humans, may
be a contributing factor to the worldwide decline of eel
populations.
We compared infected and non-infected animals for their
spawning migration in large swim tunnels in the laboratory.
Also we measured blood biochemistry data like hematocrit,
total protein, AAT and LDH. We have to acknowledge that
we used in this study eels of different life history stages. The
infected eels were silver (migratory stage), from a wild
brackish water population, and with a size of around 1500 g.
The non-infected eels were yellow (sedentary stage)
originating from a hatchery run on freshwater and with a
size of around 700–900 g. The rationale behind this possible
flaw in the experimental set-up was that the wild eel
population seemed to be infected with the EVEX virus (van
Ginneken et al., 2004). We were afraid to loose the eels in
an early stage due to the EVEX virus, as for three
consecutive years we tried to have a 5500-km simulated
migration run with Grevelingen eels in the swim tunnels.
Every time the animals collapsed after 500–1500 km. Eel
farmers immunize their eels against eel viruses by means of
bath exposure at the glass eel (elver) stage to adult, virus
positive eels (personal communication with Ir.J.van Rijsingen, Royaal BV., Helmond, The Netherlands).
We choose virus-resistant hatchery eels on freshwater for
the 5500-km run. To our opinion this difference between the
two eel groups had no major impact on blood chemistry
parameters. In the Rest group there was (except for AAT) no
significant difference between Grevelingen (infected) and
hatchery (non-infected) animals giving P-values for total
protein, AAT and LDH of respectively, PV0.291, PV0.019*,
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PV0.052. In contrast in the Swim group the P-values between
Grevelingen (infected) and hatchery (non-infected) animals
for total protein, AAT and LDH were highly significant,
respectively, PV0.009**, PV0.001**, PV0.002**. This
indicates that the initial status of the animals remained the
same but that due to swimming exercise in combination with
a virus infection there was a shift in blood chemistry
parameters.
Here, we have shown that LDH levels increased in the
infected Swim group. LDH is an abundant enzyme present
in all tissues and is released upon tissue damage. Increased
levels of LDH are associated with hemolysis, liver disease
or hypoxemia due to a severe shock or anoxia (Burtis et al.,
1996). Reduced total protein levels in the infected Swim
group suggest bleeding and/or liver failure. In principle,
total plasma protein can be used as an indicator for disease
for two reasons. First, most plasma proteins (with the
exception of the immunoglobulins and protein hormones)
are synthesized in the liver (Burtis et al., 1996). Therefore
changed protein plasma levels may point to liver failure.
Secondly, hemodilution can cause decrease of proteins.
AAT is significantly higher in the infected Swim group. A
small increase is normal after muscle exercise, but in this
case the significantly increased level of AAT may suggest
liver damage, hemolysis or general tissue damage. All three
parameters, increased LDH, decreased total protein and
increased AAT, are consistent with the hemorrhage seen in
the animals. Possibly, the anemia is the result of internal
blood loss, since the symptoms include blood in the
abdominal fluid and hemorrhage all over the body.
Acute human hepatocellular injury, whether due to viral
hepatitis, hepatic ischemia or drug hepatotoxicity also
resulted in elevated levels of serum AAT, while LDH was
increased in case of ischemic hepatitis. It was concluded that
these parameters may be helpful in the differential diagnosis
of acute liver injury (Cassidy and Reynolds, 1994).
The second long-term swim trial of 5500 km with the
healthy virus-negative group showed the opposite effect: the
initial hematocrit value of 32.1% (F2.0) increased after
5500 km to 42.3% (F2.1) (Fig. 1B). Normal hematocrit
values for healthy yellow vs. silver eel are 26.5F1.0% and
36.4F1.2%, respectively (Johansson et al., 1974).
For humans, long endurance exercise, resulting in a
training effect with increased hematopoiesis, can probably
be associated with the function of the hormone erythropoietin (Leigh-Smith, 2004). The expression of an erythropoietin-like gene has been described in fish (Shiels and
Wickramasinghe, 1995). So, it is likely that, the increased
hematocrit in the group that swam 5500 km could be
mediated by erythropoietin.
Infection with EVEX, and anemia in healthy-looking
adults, may have serious consequences for the population.
As a catadromic fish species, eels have a very complex life
cycle. The return journey of the adults of 5500 km to their
spawning grounds may be considered a stressful situation. If
the changes observed in blood profile for European eel
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during a migration of 5500 km in large swim tunnels in the
laboratory also happen in EVEX-infected eels in the ocean,
this may have serious consequences for the adult silver eel
during their natural migration.
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aquatiques: aspects théoriques et réalités. Bull. Fr. Peche Piscic. 344/
345, 489 – 513.
Burtis, C.A., Ashwood, E.R., Tietz, N.W., 1996. In: Aldrich, J.E. (Ed.),
Fundamentals of Clinical Chemistry. Saunders Company, Dallas Texas,
W.B., ISBN: 0-7216-3763-9.
Camara, P.D., Wright, C., Dextraze, P., Griffiths, W.C., 1991. Comparison
of a commercial method for total protein with a candidate reference
method. Ann. Clin. Lab. Sci. 21, 335 – 339.
Cassidy, W.M., Reynolds, T.B., 1994. Serum lactic dehydrogenase in the
differential diagnosis of acute hepatocellular injury. J. Clin. Gastroenterol. 19, 118 – 121.
Castonguay, M., Hodson, P.V., Moriarty, C., Drinkwater, K.F., Jessop,
B.M., 1994. Is there a role of ocean environment in American and
European eel decline? Fish. Oceanogr. 3, 197 – 203.
Chang, P.H., Pan, Y.H., Wu, C.M., Kuo, S.T., Chung, H.Y., 2002. Isolation
and molecular characterization of herpes virus from cultured European
eels Anguilla anguilla in Taiwan. Dis. Aquat. Org. 50, 111 – 118.
Davidse, A., Haenen, O.L.M., Dijkstra, S.G., van Nieuwstadt, A.P., van der
Vorst, T.J.K., Wagenaar, F., Wellenberg, G.J., 1999. First isolation of
herpes-virus of eel (Herpesvirus Anguillae) in diseased European eel
(Anguilla anguilla L.) in Europe. Bull. Eur. Assoc. Fish Pathol. 19,
137 – 141.
Dekker, W., 2004. Slipping through our hands. Population dynamics of
the European eel, PhD thesis, University of Amsterdam, 186 pp, ISBN
90-74549-10-1.
Fricke, H., Kaese, R., 1995. Tracking of artificially matured eels (Anguilla
anguilla) in the Sargasso Sea and the problem of the eel’s spawning
site. Naturwissenschaften 82, 32 – 36.
German Society for Clinical Chemistry, 1972. Recommendations of the
German association for clinical chemistry (DGKC). J. Clin. Chem. Clin.
Biochem. 10, 182 – 193.
Haenen, O.L.M., Banning van, P., Dekker, W., 1994. Infection of eel
Anguilla anguilla (L.) and smelt Osmerus eperlanus (L.) with
Anguillicola crassus (Nematoda, Dracunculoidea) in the Netherlands
from 1986 to 1992. Aquaculture 126, 219 – 229.

Heinsbroek, L.T.N., Kamstra, A., 1995. The river eels, chapter 6. In: Nash,
C.E., Novotny, A.J. (Eds.), Production of Aquatic Animals. Elsevier,
Amsterdam, pp. 109 – 131.
Johansson, M.L., Dave, G., Larsson, A., Lewander, K., Lidman, U., 1974.
Metabolic and hematological studies on the yellow and silver phases of
the European eel, Anguilla anguilla L: III. Hematology. Comp.
Biochem. Physiol., B 47, 593 – 599.
Jbrgensen, P., Castric, J., Hill, B., Ljungberg, O., De Kinkelin, P., 1994. The
occurrence of virus-infections in elvers and eels (Anguilla anguilla) in
Europe with particular reference to VHSV and IHNV. Aquaculture 123,
11 – 19.
Klauke, R., Schmidt, E., Lorentz, K., 1993. Recommendations for carrying
out standard ECCLS procedures (1988) for the catalytic concentrations
of creatine kinase, aspartate aminotransferase, alanine transferase and
gamma-glutamyltransferase at 37 8C. Eur. J. Clin. Chem. Clin.
Biochem. 31, 901 – 909.
Knights, B., 2003. A review of the possible impacts of long-term oceanic
and climate changes and fishing mortality on recruitment of anguillid
eels of the Northern Hemisphere. Sci. Total Environ. 310, 237 – 244.
Kobayashi, T., Miyazaki, T., 1996. Rhabdoviral dermatitis in Japanese eel,
Anguilla japonica. Fish Pathol. 31, 183 – 190.
Leigh-Smith, S., 2004. Blood boosting. Br. J. Sports Med. 38, 99 – 101.
Miller, M., McCleave, J.D., 1994. Species assemblages of leptocephali in
the subtropical convergence zone of the Sargasso Sea. J. Mar. Res. 52,
743 – 772.
Naylor, R.L., Goldburg, R.J., Primavera, J.H., Kautsky, N., Beveridge,
M.C.C., Clay, J., Folke, C., Lubchenco, J., Mooney, H., Troell, M.,
2000. Effect of aquaculture on world fish supplies. Nature 405,
1017 – 1024.
Sano, T., Nishimura, T., Okamoto, N., Fukuda, H., 1977. Studies on viral
diseases of Japanese fishes: VII. A rhabdovirus isolated from European
eel (Anguilla anguilla). Fish Pathol. 10, 221 – 226.
Schmidt, J., 1923. Breeding places and migration of the eel. Nature 111,
51 – 54.
Shiels, A., Wickramasinghe, S.N., 1995. Expression of an erythropoietinlike gene in the trout. Br. J. Haematol. 90, 219 – 221.
Stone, R., 2003. Freshwater eels are slip-sliding away. Science 302,
221 – 222.
Sved7ng, H., Wickstrfm, H., 1997. Low fat contents in female silver eels:
indications of insufficient energetic stores for migration and gonadal
development. J. Fish Biol. 50, 475 – 486.
Tesch, F.W., 1977. bThe EelQ, Biology and Management of Anguilled Eels.
Chapman & Hall, London, ISBN: 0-412-14370-4. 434 pp.
Ueno, Y., Kitao, T., Chen, S.-N., Aoki, T., Kou, G.-H., 1992. Characterization of a herpes-like virus isolated from cultured Japanese eels in
Taiwan. Gyobyo Kenkyu 27, 7 – 17.
van den Thillart, G., van Ginneken, V., Kfrner, F., Heijmans, R., van der
Linden, R., Gluvers, A., 2004. Endurance swimming of European eel. J.
Fish Biol. 65, 1 – 7.
van Ginneken, V., Haenen, O., Coldenhoff, K., Willemze, R., Antonissen,
E., van Tulden, P., Dijkstra, S., Wagenaar, F., van den Thillart, G., 2004.
Presence of virus infections in eel populations from various geographic
areas. Bull. Eur. Assoc. Fish Pathol. 24, 270 – 274.
van Nieuwstadt, A.P., Dijkstra, S.G., Haenen, O.L.M., 2001. Persistence of
herpes virus of eel Herpesvirus anguillae in farmed European eel
Anguilla anguilla. Dis. Aquat. Org. 45, 103 – 107.
Wolf, K. 1988. Fish viruses and fish viral diseases. Cornell University
Press, Ithaca, USA, Comstock Publishing Associates, New York, 476
pp; 1988.

